
Didrik Olofsson, Bioinformatics Scientist

Berlin, Germany, 01785259074, didrik.olofsson@gmail.com

L I N K S Website, GitHub, LinkedIn

P R O F I L E Bioinformatics scientist with 6+ years experience of analyzing omics datasets using state-of-the-art bioinformatic 
methods. Proven ability to address complex biological questions by planning and developing custom-built 
bioinformatic solutions. Proficient in modern programming languages, workflow management systems and 
versioning tools, along with extensive experience in managing cloud computing infrastructure. Passionate about 
creating interactive data visualizations that simplifies the interpretation of complex data.

R E S E A R C H  E X P E R I E N C E

Apr 2020 — Present Head of Bioinformatics, Omiqa Bioinformatics GmbH Berlin, Germany

Managing a team of bioinformatics scientists and overseeing the completion of multiple bioinformatics projects 
for academic and industrial clients. Also tasked with building and maintaining AWS infrastructure for secure 
data storage and high-performance computing.

Jun 2018 — Apr 2020 Research fellow, Freie Universität Berlin Berlin, Germany

Planned, developed and maintained a multipurpose bioinformatics pipeline designed to perform a wide range of 
analysis types on bulk RNA sequencing data.

Jun 2014 — Jul 2016 Student assistant, SciLifeLab Stockholm, Sweden

Assisted in the development of new diagnostic methods for multidrug resistant tuberculosis. Also performed in 
situ sequencing in cryosections for spatial detection of SNPs.

I N T E R N S H I P S

Apr 2018 — Jul 2018 Dr. Marina Chekulaeva, Berlin Institute of Medical Systems 
Biology

Berlin, Germany

Developed an R package for quality control and analysis of ribosome profiling data. Also created an HTML 
report for interactive exploration of results.

Oct 2017 — Feb 2018 Prof. Dr. Stefan Mundlos, Max Planck Institute for Molecular 
Genetics

Berlin, Germany

Investigated changes to chromatin accessibility during osteoclast differentiation by using ATAC-seq and 
fluorescent confocal microscopy.

Mar 2017 — Jun 2017 Prof. Dr. Florian Heyd, Freie Universität Berlin Berlin, Germany

Performed alternative splicing and differential gene expression analysis on bulk RNA-seq data to investigate 
transcriptomic differences between 16 human tissue types.

E D U C AT I O N

Oct 2016 — Mar 2019 Master of Science, Freie Universität Berlin Berlin, Germany

Biochemistry - Grade average - 1,7

Sep 2013 — Jan 2016 Bachelor of Science, Stockholm University Stockholm, Sweden

Chemistry - Grade average - 1,5

S T I P E N D S  A N D  G R A N T S

Apr 2020 — Jun 2021 EXIST Business Start-up Grant Berlin, Germany

https://didrikolofsson.se/
https://github.com/DidrikOlofsson
https://www.linkedin.com/in/didrik-olofsson-797b01187/


Received 112.000 euros in funding from the German Bundesministerium für Wirtschaft und Klimaschutz to 
develop and found Omiqa Bioinformatics GmbH.

C O D I N G  S K I L L S Python Expert

R Expert

Nextflow Expert

Snakemake Experienced

JavaScript Experienced

L A N G UAG E S Swedish Native speaker

English Highly proficient

German Highly proficient
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R E F E R E N C E S Dr. Alexander Neumann from Omiqa 
Bioinformatics GmbH

alexander.neumann@omiqa.bio  ·  +49 176 32038719

Dr. Marina Chekulaeva from Berlin Institute for 
Medical Systems Biology

marina.chekulaeva@mdc-berlin.de  ·  +49 30 9406-1850

Prof. Dr. Florian Heyd from Freie Universität 
Berlin

florian.heyd@fu-berlin.de  ·  +49 30 838 62938
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